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Step 1) Build all possible parent-child relationships.
Step 2) Find parents from this list more significant (see score options) than all of their children
Step 3) Find the most significant child terms (downstream of the last bifurcation)
Step 4) Eliminate terms from step 3 that are children of any other term from step 3
Step 5) Report the most signficant parent OR child terms



16 1714NP 18 6h 24h
Ribosomal Proteins
Electron Transport Chain
Androgen-Receptor NetPath 2
mRNA processing binding Reactome
Calcium regulation in cardiac cells
Smooth muscle contraction
Nucleotide Metabolism
Prostaglandin synthesis regulation
Inflammatory Response Pathway
Focal adhesion KEGG
Regulation of Actin Cytoskeleton KEGG
Integrin-mediated cell adhesion KEGG
Alpha6-Beta4-Integrin NetPath 1
EGFR1 NetPath 4
Complement and Coagulation Cascades KEGG
Complement Activation Classical
TGF Beta Signaling Pathway
Circadian Exercise
Translation Factors
Wnt NetPath 8
IL-3 NetPath 15
Id NetPath 5
p38 MAPK signaling pathway
Adipogenesis
Oxidative Stress
MAPK signaling pathway KEGG
Delta-Notch NetPath 3
IL-6 NetPath 18
IL-5 NetPath 17
IL-2 NetPath 14
B Cell Receptor NetPath 12
Wnt Signaling
TGF-beta-Receptor NetPath 7
Insulin Signaling
G Protein Signaling
HSP70 and Apoptosis
IL-4 NetPath 16
Mitochondrial fatty acid betaoxidation
IL-7 NetPath 19
Proteasome Degradation
Matrix Metalloproteinases
Apoptosis
TNF-alpha-NF-kB NetPath 9
Glycogen Metabolism
Urea cycle and metabolism of amino groups KEGG
Striated muscle contraction
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